Bar and Scatter Plots:

Parkinson
14 . . ©
: = ! e
Wilcoxon = S o
121 p-values: |
. 4166 =
oy Tvs. 3:10 3 LETS
g ] 2vs.3: 1078 2 oss
£ | ] 1vs.2: 1079 2
t 08f I- s 0.8 1
= LD-block l g osl )
S 06} | pairs with I, 2
) . 0.7
S nigh LD-block All LD-bloch z
S 04 S|m|lar|ty pairs with _ pairs with | 3 ossp
= of genetic | |high genetic| | non-zero £ .l |
0.2 | Interaction interaction functional T
profile similarity é 055}
0 E is 59 i : , ;
1 2 3 T o 0.05 0.1 015 02 0.25 0.3 035
Gl-profile similarity between two LD blocks (M4)
Myeloma-Survival
14 gto #
2
1 . (5]
‘ Wilcoxon < i
p-values: a
—
> [ 1vs.3:107%4 o 1
& J 2vs. 3:10°* 2
i ] 1vs. 2: 10°% ] 5
£ @ ]
9 l 3
T l S
C s 2=
o &
5 E 1
LL o4t w
© .
o Ho
[F1S 8 . ] 1
LE c i 9%? °% L © . L . i
: - . Gl-profile similarity between two LD blocks (M,)
Lung
14 o
=
2
B Wilcoxon 8
p-values: S
. 40199 =
£ it [ 1vs. 3:10 l 2
I | 2vs. 3: 10 E
E.. ] 1v8.2:10% &
w =
T l 1 g
g o0&k A "E‘
15 e
c E
LE 04 R %
b5
g
=3
('

04 [

Gl-profile similarity between two LD blocks (M)




Kidney

= < o T a - I
? @ ‘.:: @{g &3’% ) o a0
g Q & . o 4
12 Wilcoxon 8 AT
p-values: g &0
Z il 1vs. 3: 1029 O .
= 5 o “ 1
o 1 2vs. 31 2
E.. 1vs. 2: 1073 c ° 1
= 2
g | g
O us O
B £
< o
z ] £ -
w
™
0z - 5
b5} . 1
% 5 L [
1 3 LI_ a1 - o3 IIIC III'| ll.i: III.' Illil 0s
Gl-profile similarity between two LD blocks (M 4)
Myeloma
14 T T
gt.n 3 _o'-’" T
= & @
i ;. | P 0¥ e 1
Wilcoxon S e a
p-values: 2 . 1
2 T o
kS| 2vs. 3:10°1° 2
f 1vs. 2: 1074 ] =
9 ¢
2 i 2
() 06 - 0
= 2 1
= s
i o E ]
w
= |
c
02 ]
5 |
c
=
[ L L L
T K] ) Ef! . ) 03 n4 0s 0e or
Gl-profile similarity between two LD blocks (M4)
Bone
14 T T —
= -
. _ @ o L ]
I Wilcoxon 7 8 LB, %
p-values: o @ .
z ]
2 [ 1vs. 3: 10712 1 a @
& |
8 | 2vs. 3:10 E
| = 1vs. 2:10° [ c E
w
w @
E 2 '
il || g
2 z 1
2 8
LE 04 E [ i
w
= |
[
n2f 7 L
2 |
[
T S 2% . ) : :
0 ry o1 04 05 (11 o7 na 03 1

Gl-profile similarity between two LD blocks (M)




